GeDiPNet Cluster 98 -- Enriched Pathways

Pathway enrichment: KEGG + Reactome, upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected. Fold enrichment = (overlap / cluster gene count) / (pathway gene count / universe size). Top 15 pathways per cluster by g-value. See
scripts/build_cluster_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-07 03:30:09. - Rows: 15 - Generated: 2026-10-07 16:54:48
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Overlap Gene Names

JAK2, RUNX1, TERT, TP53, GNB1, CDKN2B, CTNNA1, DAPK1, EPO, HDAC1, KRAS,
MyYC

JAK2, TCL1A, TP53, EFNA5, GNB1, EPO, KRAS, MYC, TLR2, BCL2, BCL2L1, MYB

RUNX1, TP53, HDAC1, KRAS, MYC, BCL2L1, MECOM, BCR, TGFB1

JAK2, KRAS, BCL2, BCL2L1, PDGFRB, IGF1R, FGF2, PDGFA, PDGFB

JAK2, TP53, IRF4, MYC, BCL2, BCL2L1, FOXO1, FGF2, TGFB1, IL1B

MPL, THPO, IL20RB, JAK2, EPO, MYC, BCL2, BCL2L1, PDGFRB, IFNA2, PDGFA,
PDGFB

KRAS, BCR, FGFR1, FGFR10P2, ZMYM2, FGF2

TP53, KRAS, PDGFRB, FGFR1, IGF1R, FGF2, PDGFA, PDGFB
TP53, KRAS, BCL2, FOXO1, PDGFRB, FGFR1, IGF1R, PDGFA, PDGFB
ATM, CHEK2, HLA-C, ITPR2, TP53, HLA-B, CDKN2B, KRAS, MYC, FOXO1, TGFB1

ATM, CHEK2, HLA-C, TERT, CALR, TP53, HLA-B, CDKN2B, KRAS, MYC, BCL2L1,
MAD1L1

ATM, MEIS1, RUNX1, TP53, BMI1, HDAC1, LYL1, MYC, BCL2L1, FOXO1, IGF1R,
PDGFA

ATM, TP53, DNMT3A, EFNA5, BMI1, DNMT1, DNMT3B, EZH2, HDAC1, KRAS, MYC,
BCL2

ATM, HLA-C, ITPR2, CALR, GNB1, HLA-B, KRAS, TLR2, BCL2, BCL2L1, CXCR4, IFNA2

TP53, EFNA5, PLA2G4A, KRAS, MYC, MECOM, PDGFRB, FGFR1, IGF1R, FGF2,
PDGFA, PDGFB
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