GeDiPNet Cluster 94 -- Enriched Pathways

Pathway enrichment: KEGG + Reactome, upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected. Fold enrichment = (overlap / cluster gene count) / (pathway gene count / universe size). Top 15 pathways per cluster by g-value. See

scripts/build_cluster_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-07 03:30:09. - Rows: 15 - Generated: 2026-10-07 01:34:18

Pathway

Molecules associated with elastic fibres

Elastic fibre formation

lon channel transport

Insulin receptor recycling
Collecting duct acid secretion

Transferrin endocytosis and recycling

ROS and RNS production in phagocytes
Vibrio cholerae infection

lon transport by P-type ATPases

Glutamate and glutamine metabolism

Epithelial cell signaling in Helicobacter pylori infection
Synaptic vesicle cycle

Rheumatoid arthritis
Defective ABCC6 causes pseudoxanthoma elasticum (PXE)
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Overlap Gene Names

ELN, FBLN5, EFEMP2, LTBP1, EFEMP1,

LTBP4

ELN, FBLNS5, LOX

ATP6VOA2, ATP6V1A, ATP6VIEL
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ALDH18A1, PYCR1

ATP6VOA2, ATP6V1A, ATP6VIEL
ATP6VOA2, ATP6V1A, ATP6VIEL

ATP6VOA2, ATP6V1A, ATP6VIEL

ABCC6

MUS81, DNA2
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