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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Paroxysmal dyskinesia Paroxysmal dystonic choreoathetosis 0.66667 4 2.135e-15 3.300e-14

Childhood-onset glut1 deficiency syndrome 2 Paroxysmal dystonic choreoathetosis 0.40000 2 5.062e-8 3.915e-7

Childhood-onset glut1 deficiency syndrome 2 Paroxysmal dyskinesia 0.33333 2 8.436e-8 6.270e-7

Episodic kinesigenic dyskinesia Paroxysmal nonkinesigenic dyskinesia 0.33333 2 1.518e-7 1.087e-6

Episodic kinesigenic dyskinesia Paroxysmal dystonic choreoathetosis 0.33333 2 1.518e-7 1.087e-6

Episodic kinesigenic dyskinesia Paroxysmal dyskinesia 0.28571 2 2.530e-7 1.745e-6

Paroxysmal dystonic choreoathetosis Paroxysmal nonkinesigenic dyskinesia 0.28571 2 3.036e-7 2.061e-6

Paroxysmal dyskinesia Paroxysmal nonkinesigenic dyskinesia 0.25000 2 5.060e-7 3.316e-6

episodic ataxia type 1 Hereditary continuous muscle fiber activity 0.50000 1 6.494e-5 2.342e-4

Familial infantile convulsions with paroxysmal choreoathetosis Paroxysmal dystonia 0.50000 1 6.494e-5 2.342e-4

Familial infantile convulsions with paroxysmal choreoathetosis infantile convulsions and choreoathetosis 0.50000 1 6.494e-5 2.342e-4

infantile convulsions and choreoathetosis Paroxysmal dystonia 0.50000 1 6.494e-5 2.342e-4

Childhood-onset glut1 deficiency syndrome 2 Paroxysmal dystonia 0.33333 1 1.299e-4 3.898e-4

Childhood-onset glut1 deficiency syndrome 2 Familial infantile convulsions with paroxysmal choreoathetosis 0.33333 1 1.299e-4 3.898e-4

Childhood-onset glut1 deficiency syndrome 2 infantile convulsions and choreoathetosis 0.33333 1 1.299e-4 3.898e-4

episodic ataxia type 1 Episodic kinesigenic dyskinesia 0.25000 1 1.948e-4 5.278e-4

Episodic kinesigenic dyskinesia Familial infantile convulsions with paroxysmal choreoathetosis 0.25000 1 1.948e-4 5.278e-4

Episodic kinesigenic dyskinesia Paroxysmal dystonia 0.25000 1 1.948e-4 5.278e-4

Episodic kinesigenic dyskinesia infantile convulsions and choreoathetosis 0.25000 1 1.948e-4 5.278e-4

Episodic kinesigenic dyskinesia Hereditary continuous muscle fiber activity 0.25000 1 1.948e-4 5.278e-4

Paroxysmal dystonia Paroxysmal dystonic choreoathetosis 0.20000 1 2.598e-4 6.403e-4

Familial infantile convulsions with paroxysmal choreoathetosis Paroxysmal nonkinesigenic dyskinesia 0.20000 1 2.598e-4 6.403e-4

infantile convulsions and choreoathetosis Paroxysmal dystonic choreoathetosis 0.20000 1 2.598e-4 6.403e-4

Hereditary continuous muscle fiber activity Paroxysmal nonkinesigenic dyskinesia 0.20000 1 2.598e-4 6.403e-4

Hereditary continuous muscle fiber activity Paroxysmal dystonic choreoathetosis 0.20000 1 2.598e-4 6.403e-4

generalized epilepsy-paroxysmal dyskinesia syndrome Paroxysmal nonkinesigenic dyskinesia 0.20000 1 2.598e-4 6.403e-4

Familial infantile convulsions with paroxysmal choreoathetosis Paroxysmal dystonic choreoathetosis 0.20000 1 2.598e-4 6.403e-4

episodic ataxia type 1 Paroxysmal nonkinesigenic dyskinesia 0.20000 1 2.598e-4 6.403e-4

episodic ataxia type 1 Paroxysmal dystonic choreoathetosis 0.20000 1 2.598e-4 6.403e-4

Hereditary continuous muscle fiber activity Paroxysmal dyskinesia 0.16667 1 3.247e-4 7.577e-4



Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

episodic ataxia type 1 Paroxysmal dyskinesia 0.16667 1 3.247e-4 7.577e-4

Cerebellar atrophy with seizures and variable developmental delay generalized epilepsy-paroxysmal dyskinesia syndrome 0.16667 1 3.247e-4 7.577e-4

Cerebellar atrophy with seizures and variable developmental delay Paroxysmal nonkinesigenic dyskinesia 0.11111 1 1.298e-3 2.044e-3

Cerebellar atrophy with seizures and variable developmental delay complex neurodevelopmental disorder with motor features 0.09091 1 1.947e-3 2.813e-3


