
GeDiPNet Cluster 65 -- Pairs Within Cluster

Similarity: Jaccard index on shared curated genes (disease_gdp). Significance: upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected across all tested pairs. See scripts/build_related.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-07
03:00:13. · Rows: 29 · Generated: 2026-10-07 09:12:58

Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Capillary malformation-arteriovenous malformation Klippel-trenaunay syndrome 0.33333 4 1.046e-12 1.339e-11

Anastomosing haemangioma Congenital hemangioma 0.50000 2 2.531e-8 2.035e-7

Capillary malformation Congenital hemangioma 0.50000 2 2.531e-8 2.035e-7

Anastomosing haemangioma Capillary malformation 0.40000 2 7.592e-8 5.716e-7

Capillary malformation Congenital lipomatous overgrowth, vascular malformations, and epidermal nevi 0.40000 2 7.592e-8 5.716e-7

Klippel-trenaunay syndrome Port-wine stain 0.25000 2 1.772e-7 1.249e-6

Capillary malformation-arteriovenous malformation Port-wine stain 0.22222 2 2.362e-7 1.638e-6

Arteriovenous malformations Capillary malformation-arteriovenous malformation 0.22222 2 2.362e-7 1.638e-6

Capillary malformation Klippel-trenaunay syndrome 0.22222 2 5.313e-7 3.455e-6

Klippel-trenaunay syndrome Parkes weber syndrome 0.22222 2 5.313e-7 3.455e-6

Hereditary hemorrhagic telangiectasia Parkes weber syndrome 0.22222 2 5.313e-7 3.455e-6

Capillary malformation Capillary malformation-arteriovenous malformation 0.20000 2 7.084e-7 4.510e-6

Capillary malformation-arteriovenous malformation Parkes weber syndrome 0.20000 2 7.084e-7 4.510e-6

Hydrops fetalis Parkes weber syndrome 0.11111 2 3.035e-6 1.724e-5

Hereditary hemorrhagic telangiectasia Klippel-trenaunay syndrome 0.15385 2 3.716e-6 2.086e-5

Capillary malformation-arteriovenous malformation Hereditary hemorrhagic telangiectasia 0.14286 2 4.954e-6 2.715e-5

Hydrops fetalis Klippel-trenaunay syndrome 0.09091 2 2.119e-5 1.060e-4

Hereditary hemorrhagic telangiectasia Hydrops fetalis 0.09091 2 2.119e-5 1.060e-4

Anastomosing haemangioma Cerebrofacial arteriovenous metameric syndrome 0.25000 1 1.948e-4 5.278e-4

Congenital hemangioma Port-wine stain 0.25000 1 2.598e-4 6.403e-4

Congenital hemangioma Cutis marmorata telangiectatica congenita 0.25000 1 2.598e-4 6.403e-4

Arteriovenous malformations Port-wine stain 0.25000 1 2.598e-4 6.403e-4

Congenital lipomatous overgrowth, vascular malformations, and epidermal nevi Cutis marmorata telangiectatica congenita 0.20000 1 3.896e-4 8.521e-4

Capillary malformation Cutis marmorata telangiectatica congenita 0.20000 1 3.896e-4 8.521e-4

Congenital hemangioma Congenital lipomatous overgrowth, vascular malformations, and epidermal nevi 0.20000 1 3.896e-4 8.521e-4

Anastomosing haemangioma Port-wine stain 0.20000 1 3.896e-4 8.521e-4

Anastomosing haemangioma Cutis marmorata telangiectatica congenita 0.20000 1 3.896e-4 8.521e-4

Arteriovenous malformations Parkes weber syndrome 0.20000 1 3.896e-4 8.521e-4

Hereditary hemorrhagic telangiectasia telangiectasia, hereditary hemorrhagic, type 5 0.12500 1 4.546e-4 9.545e-4


