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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Pulmonary hypertension, familial primary, 1, with or without hht Right bundle branch block 0.50000 1 6.457e-5 1.985e-4

Pulmonary hypertension, familial primary, 1, with or without hht Right cardiac ventricular dilatation 0.50000 1 6.457e-5 1.985e-4

Pulmonary hypertension, familial primary, 1, with or without hht Pulmonary venoocclusive disease 1 0.50000 1 6.457e-5 1.985e-4

Pulmonary hypertension, familial primary, 1, with or without hht Pulmonary hypertension, primary, fenfluramine or dexfenfluramine-associated 0.50000 1 6.457e-5 1.985e-4

Pulmonary hypertension, primary, fenfluramine or dexfenfluramine-associated Right bundle branch block 0.50000 1 6.457e-5 1.985e-4

Pulmonary hypertension, primary, fenfluramine or dexfenfluramine-associated Right cardiac ventricular dilatation 0.50000 1 6.457e-5 1.985e-4

Pulmonary hypertension, primary, fenfluramine or dexfenfluramine-associated Pulmonary venoocclusive disease 1 0.50000 1 6.457e-5 1.985e-4

Pulmonary venoocclusive disease 1 Right bundle branch block 0.50000 1 6.457e-5 1.985e-4

Pulmonary venoocclusive disease 1 Right cardiac ventricular dilatation 0.50000 1 6.457e-5 1.985e-4

Right bundle branch block Right cardiac ventricular dilatation 0.50000 1 6.457e-5 1.985e-4


