
GeDiPNet Cluster 632 -- Enriched Pathways

Pathway enrichment: KEGG + Reactome, upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected. Fold enrichment = (overlap / cluster gene count) / (pathway gene count / universe size). Top 15 pathways per cluster by q-value. See
scripts/build_cluster_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-20 03:30:09. · Rows: 5 · Generated: 2026-10-20 00:03:14

Pathway Source Overlap Genes Overlap Gene Names Pathway Gene Count Cluster Gene Count Fold Enrichment P-value FDR Q-value

Defective SLC16A1 causes symptomatic deficiency in lactate transport (SDLT) Reactome 1 SLC16A1 2 1 6005.00 1.665e-4 2.845e-3

Proton-coupled monocarboxylate transport Reactome 1 SLC16A1 6 1 2001.67 4.996e-4 6.672e-3

Pyruvate metabolism Reactome 1 SLC16A1 19 1 632.11 1.582e-3 1.602e-2

Basigin interactions Reactome 1 SLC16A1 25 1 480.40 2.082e-3 1.956e-2

Efferocytosis KEGG 1 SLC16A1 157 1 76.50 1.307e-2 6.683e-2


