GeDiPNet Cluster 631 -- Enriched GO Terms (Biological Process)

GO term enrichment: Biological Process terms (gene2go, human/tax_id=9606 only), upper-tail hypergeometric test, fold enrichment = (overlap / cluster gene count) / (term gene count / universe size), Benjamini-Hochberg FDR-corrected. Top 15 terms per
cluster by g-value. See scripts/build_cluster_go_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-20 03:23:14. - Rows: 15 - Generated: 2026-10-19 23:18:52

GO Term GO ID GUETED Overlap Gene Names T EEnE Cllveiien Gene FOI(.j P-value IFDIR ©F
Genes Count Count Enrichment value

monoatomic ion transport 130:000681 5 gf((::i\lAA;A, CACNB4, KENAL, SCN2A, 667 9 15.56 2'383& 3.849%e-4
monoatomic ion transmembrane transport OGO:OO3422 4 CACNAL1A, CACNB4, KCNA1, SCN2A 404 9 20.56 5'4898— 1.087e-3
neuronal action potential 202001922 2 KCNAL, SCN2A 34 9 122.14 ‘11'148& 3.416e-3
chemical synaptic transmission 30:000726 3 CACNA1A, CACNB4, SLC1A3 236 9 26.39 i.5799- 4.300e-3
action potential 50:000150 2 KCNAL1, SCN2A 53 9 78.35 2'8059_ 6.465e-3
regulation of membrane potential (130:004239 2 CACNB4, KCNAL 85 9 48.85 Z'Zloe' 1.210e-2
intrinsic apoptotic signaling pathway in response to osmotic stress (730:000862 1 SCN2A 2 9 1038.17 3'6306' 1.423e-2
negative regulation of HRI-mediated signaling (130:014119 1 UBR4 2 9 1038.17 3'6306' 1.423e-2
cytoplasm protein quality control 20:014045 1 UBR4 3 9 692.11 ;'4448' 1.794e-2
cytoplasm protein quality control by the ubiquitin-proteasome system 50:007162 1 UBR4 3 9 692.11 §.444e— 1.794e-2
gamma-aminobutyric acid secretion (130:001405 1 CACNB4 4 9 519.08 é.9259- 2.069e-2
cranial nerve development 50:002154 1 SLC1A3 4 9 519.08 ;'9258' 2.069e-2
cAMP metabolic process 20:004605 1 CACNB4 4 9 519.08 3'9256' 2.069e-2
?Oeutiﬁtion of mechanical stimulus involved in sensory perception of 20:005097 1 KCNA1 2 9 510.08 §.9259- 2 069e-2
transmembrane transport 50:005508 3 CACNAI1A, KCNA1, SCN2A 557 9 11.18 §.93Se— 2.076e-2



