GeDiPNet Cluster 63 -- Pairs Within Cluster

Similarity: Jaccard index on shared curated genes (disease_gdp). Significance: upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected across all tested pairs. See scripts/build_related.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-07
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Disease A

Diabetic angiopathies

Brain injuries

Brain ischemia

Brain injuries

Brain ischemia

Brain ischemia

Brain ischemia

Diabetic angiopathies

Diabetic peripheral angiopathy

Liver failure

Brain ischemia

Diabetic peripheral angiopathy

Diabetic angiopathies

Cirrhosis

autoimmune lymphoproliferative syndrome type 1
autoimmune lymphoproliferative syndrome type 1
Dihydropteridine reductase deficiency

Liver failure

autoimmune lymphoproliferative syndrome type 1

macrothrombocytopenia-lymphedema-developmental delay-facial dysmorphism-camptodactyly syndrome

Necrosis

Developmental delay with overweight and facial dysmorphism

Cirrhosis

Disease B

Diabetic peripheral angiopathy
Brain ischemia

Necrosis

Status epilepticus

Diabetic angiopathies

Diabetic peripheral angiopathy
Status epilepticus

Liver failure

Liver failure

Necrosis

Transient ischemic attack
Transient ischemic attack
Transient ischemic attack
Liver failure

Diabetic peripheral angiopathy
Diabetic angiopathies

Liver failure

spinocerebellar ataxia, autosomal recessive 31
Liver failure

Necrosis

spinocerebellar ataxia, autosomal recessive 31
Status epilepticus

Necrosis

Similarity Score
0.96552
0.17969
0.08621
0.07857
0.08791
0.08791
0.07634
0.08000
0.08000
0.06931
0.06742
0.08163
0.08163
0.03704
0.03448
0.03448
0.01887
0.01887
0.01887
0.01786
0.01786
0.01408

0.01724

Shared Genes
28
23
10

11

P-value
1.761e-88
1.327e-36
4.803e-14
6.172e-14
3.491e-13
3.491e-13
6.176e-13
3.920e-10
3.920e-10
5.903e-10
8.949e-10
9.063e-8
9.063e-8
3.349e-5
1.818e-3
1.818e-3
3.377e-3
3.377e-3
3.377e-3
3.572e-3
3.572e-3
4.546e-3

1.068e-2

FDR Q-value
1.624e-86
5.417e-35
6.738e-13
8.588e-13
4.654e-12
4.654e-12
8.016e-12
3.909e-9
3.909e-9
5.772e-9
8.608e-9
6.711e-7
6.711e-7
1.636e-4
2.662e-3
2.662e-3
4.368e-3
4.368e-3
4.368e-3
4.589%e-3
4.589%e-3
5.665e-3

1.205e-2



