
GeDiPNet Cluster 629 -- Enriched Pathways

Pathway enrichment: KEGG + Reactome, upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected. Fold enrichment = (overlap / cluster gene count) / (pathway gene count / universe size). Top 15 pathways per cluster by q-value. See
scripts/build_cluster_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-20 03:30:09. · Rows: 6 · Generated: 2026-10-20 00:03:13

Pathway Source Overlap Genes Overlap Gene Names Pathway Gene Count Cluster Gene Count Fold Enrichment P-value FDR Q-value

Cation-coupled Chloride cotransporters Reactome 1 SLC12A2 7 2 857.86 1.165e-3 1.272e-2

Vibrio cholerae infection KEGG 1 SLC12A2 51 2 117.75 8.475e-3 5.129e-2

Adherens junction KEGG 1 PTPRM 93 2 64.57 1.543e-2 7.388e-2

Salivary secretion KEGG 1 SLC12A2 93 2 64.57 1.543e-2 7.388e-2

Pancreatic secretion KEGG 1 SLC12A2 102 2 58.87 1.691e-2 7.786e-2

Cell adhesion molecules KEGG 1 PTPRM 160 2 37.53 2.647e-2 1.008e-1


