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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Congenital epileptic encephalopathy and severe neuromuscular disorder Neurodevelopmental disorder with speech delay, movement abnormalities, and seizures 0.50000 1 6.457e-5 1.985e-4

Congenital epileptic encephalopathy and severe neuromuscular disorder Neurodevelopmental disorder with hypotonia, epilepsy, and absent speech 0.50000 1 6.457e-5 1.985e-4

Congenital epileptic encephalopathy and severe neuromuscular disorder Neurodevelopmental disorder with ataxia and tremor or dyskinetic movements 0.50000 1 6.457e-5 1.985e-4

Neurodevelopmental disorder with ataxia and tremor or dyskinetic movements Neurodevelopmental disorder with speech delay, movement abnormalities, and seizures 0.50000 1 6.457e-5 1.985e-4

Neurodevelopmental disorder with ataxia and tremor or dyskinetic movements Neurodevelopmental disorder with hypotonia, epilepsy, and absent speech 0.50000 1 6.457e-5 1.985e-4

Neurodevelopmental disorder with hypotonia, epilepsy, and absent speech Neurodevelopmental disorder with speech delay, movement abnormalities, and seizures 0.50000 1 6.457e-5 1.985e-4

Congenital epileptic encephalopathy and severe neuromuscular disorder Congenital nervous system disorder 0.33333 1 1.291e-4 3.269e-4

Congenital nervous system disorder Neurodevelopmental disorder with speech delay, movement abnormalities, and seizures 0.33333 1 1.291e-4 3.269e-4

Congenital nervous system disorder Neurodevelopmental disorder with hypotonia, epilepsy, and absent speech 0.33333 1 1.291e-4 3.269e-4

Congenital nervous system disorder Neurodevelopmental disorder with ataxia and tremor or dyskinetic movements 0.33333 1 1.291e-4 3.269e-4


