GeDiPNet Cluster 62 -- Pairs Within Cluster

Similarity: Jaccard index on shared curated genes (disease_gdp). Significance: upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected across all tested pairs. See scripts/build_related.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-08
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Disease A

Capillary malformation-arteriovenous malformation
Anastomosing haemangioma

Capillary malformation

Anastomosing haemangioma

Capillary malformation

Klippel-trenaunay syndrome

Capillary malformation-arteriovenous malformation
Arteriovenous malformations

Capillary malformation

Capillary malformation

Corpus callosum agenesis with facial anomalies and robin sequence
Anastomosing haemangioma

Arteriovenous malformations

Congenital hemangioma

Congenital hemangioma

Arteriovenous malformations

Anastomosing haemangioma

Anastomosing haemangioma

Aplasia cutis congenita with epibulbar dermoids
Congenital hemangioma

Capillary malformation

Congenital lipomatous overgrowth, vascular malformations, and epidermal nevi

Aplasia cutis congenita with epibulbar dermoids

Disease B

Klippel-trenaunay syndrome

Congenital hemangioma

Congenital hemangioma

Capillary malformation

Congenital lipomatous overgrowth, vascular malformations, and epidermal nevi
Port-wine stain

Port-wine stain

Capillary malformation-arteriovenous malformation
Klippel-trenaunay syndrome

Capillary malformation-arteriovenous malformation
Toriello-carey syndrome

Cerebrofacial arteriovenous metameric syndrome
Port-wine stain

Cutis marmorata telangiectatica congenita
Port-wine stain

Toriello-carey syndrome

Port-wine stain

Cutis marmorata telangiectatica congenita
Arteriovenous malformations

Congenital lipomatous overgrowth, vascular malformations, and epidermal nevi
Cutis marmorata telangiectatica congenita

Cutis marmorata telangiectatica congenita

Toriello-carey syndrome

Similarity Score
0.33333
0.50000
0.50000
0.40000
0.40000
0.25000
0.22222
0.22222
0.22222
0.20000
0.33333
0.25000
0.25000
0.25000
0.25000
0.25000
0.20000
0.20000
0.20000
0.20000
0.20000
0.20000

0.20000

Shared Genes

P-value
1.046e-12
2.531e-8
2.531e-8
7.592e-8
7.592e-8
1.772e-7
2.362e-7
2.362e-7
5.313e-7
7.084e-7
1.299e-4
1.948e-4
2.598e-4
2.598e-4
2.598e-4
2.598e-4
3.896e-4
3.896e-4
3.896e-4
3.896e-4
3.896e-4
3.896e-4

3.896e-4

FDR Q-value
1.271e-11
1.932e-7
1.932e-7
5.427e-7
5.427e-7
1.185e-6
1.556e-6
1.556e-6
3.282e-6
4.282e-6
3.908e-4
5.325e-4
6.484e-4
6.484e-4
6.484e-4
6.484e-4
8.637e-4
8.637e-4
8.637e-4
8.637e-4
8.637e-4
8.637e-4

8.637e-4



