GeDiPNet Cluster 62 -- Enriched Pathways

Pathway enrichment: KEGG + Reactome, upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected. Fold enrichment = (overlap / cluster gene count) / (pathway gene count / universe size). Top 15 pathways per cluster by g-value. See
scripts/build_cluster_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-08 03:30:07. - Rows: 15 - Generated: 2026-10-08 07:18:35

Pathway

GnRH secretion

Downstream signal transduction

Fatty Acids bound to GPR40 (FFAR1) regulate insulin secretion

Acetylcholine regulates insulin secretion

Chagas disease

Amoebiasis

Signaling by FGFR3 fusions in cancer

Signaling by FGFR4 in disease

Cholinergic synapse

Signaling by PDGFRA transmembrane, juxtamembrane and kinase domain
mutants

Signaling by PDGFRA extracellular domain mutants

Growth hormone synthesis, secretion and action

Constitutive Signaling by EGFRuvIII

Signaling by ERBB2 ECD mutants

Tie2 Signaling
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Overlap Gene Names

GNAL1, GNAQ, KRAS, PIK3CA,
PIK3R1

KRAS, RASAL, PIK3CA, PIK3R1

GNA11, GNA14, GNAQ

GNA11, GNA14, GNAQ

GNA11, GNA14, GNAQ, PIK3CA,
PIK3R1
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PIK3R1
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GNA11, GNAQ, KRAS, PIK3CA,
PIK3R1

KRAS, PIK3CA, PIK3R1

KRAS, PIK3CA, PIK3R1

KRAS, PIK3CA, PIK3R1
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