
GeDiPNet Cluster 610 -- Enriched GO Terms (Biological Process)

GO term enrichment: Biological Process terms (gene2go, human/tax_id=9606 only), upper-tail hypergeometric test, fold enrichment = (overlap / cluster gene count) / (term gene count / universe size), Benjamini-Hochberg FDR-corrected. Top 15 terms per
cluster by q-value. See scripts/build_cluster_go_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-20 03:23:14. · Rows: 4 · Generated: 2026-10-19 23:19:03

GO Term GO ID Overlap Genes Overlap Gene Names Term Gene Count Cluster Gene Count Fold Enrichment P-value FDR Q-value

eye development GO:0001654 1 SIX6 49 2 190.68 5.238e-3 3.415e-2

animal organ morphogenesis GO:0009887 1 SIX6 130 2 71.87 1.387e-2 5.438e-2

visual perception GO:0007601 1 SIX6 215 2 43.46 2.288e-2 6.985e-2

regulation of transcription by RNA polymerase II GO:0006357 1 SIX6 1602 2 5.83 1.641e-1 2.307e-1


