GeDiPNet Cluster 605 -- Enriched Pathways

Pathway enrichment: KEGG + Reactome, upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected. Fold enrichment = (overlap / cluster gene count) / (pathway gene count / universe size). Top 15 pathways per cluster by g-value.
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Pathway

APC truncation mutants have impaired AXIN binding

AXIN missense mutants destabilize the destruction complex

Truncations of AMERL1 destabilize the destruction complex

Misspliced GSK3beta mutants stabilize beta-catenin

S33 mutants of beta-catenin aren't phosphorylated

S37 mutants of beta-catenin aren't phosphorylated

S45 mutants of beta-catenin aren't phosphorylated

T41 mutants of beta-catenin aren't phosphorylated

Beta-catenin phosphorylation cascade

Platelet sensitization by LDL

CTLA4 inhibitory signaling

Disassembly of the destruction complex and recruitment of AXIN to the
membrane

RAF activation

Negative regulation of MAPK pathway

Degradation of beta-catenin by the destruction complex
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