
GeDiPNet Cluster 598 -- Enriched GO Terms (Biological Process)

GO term enrichment: Biological Process terms (gene2go, human/tax_id=9606 only), upper-tail hypergeometric test, fold enrichment = (overlap / cluster gene count) / (term gene count / universe size), Benjamini-Hochberg FDR-corrected. Top 15 terms per
cluster by q-value. See scripts/build_cluster_go_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-20 03:23:14. · Rows: 15 · Generated: 2026-10-19 23:18:27

GO Term GO ID
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FDR Q-
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apoptotic mitochondrial changes
GO:000863
7

2 SLC25A4, SOD2 20 7 266.96
2.278e-
5

1.019e-3

acetylcholine-mediated vasodilation involved in regulation of systemic arterial blood pressure
GO:000306
9

1 SOD2 1 7 2669.57
3.746e-
4

7.813e-3

erythrophore differentiation
GO:004877
3

1 SOD2 1 7 2669.57
3.746e-
4

7.813e-3

response to magnetism
GO:007100
0

1 SOD2 1 7 2669.57
3.746e-
4

7.813e-3

negative regulation of membrane hyperpolarization
GO:190263
1

1 SOD2 2 7 1334.79
7.491e-
4

1.230e-2

detection of oxygen
GO:000303
2

1 SOD2 3 7 889.86
1.123e-
3

1.550e-2

positive regulation of vascular associated smooth muscle cell differentiation involved in phenotypic
switching

GO:190593
2

1 SOD2 3 7 889.86
1.123e-
3

1.550e-2

fructose catabolic process to hydroxyacetone phosphate and glyceraldehyde-3-phosphate
GO:006162
4

1 TKFC 3 7 889.86
1.123e-
3

1.550e-2

response to L-ascorbic acid
GO:003359
1

1 SOD2 4 7 667.39
1.498e-
3

1.821e-2

negative regulation of MDA-5 signaling pathway
GO:003953
4

1 TKFC 4 7 667.39
1.498e-
3

1.821e-2

response to silicon dioxide
GO:003402
1

1 SOD2 4 7 667.39
1.498e-
3

1.821e-2

response to isolation stress
GO:003590
0

1 SOD2 4 7 667.39
1.498e-
3

1.821e-2

positive regulation of hydrogen peroxide biosynthetic process
GO:001072
9

1 SOD2 4 7 667.39
1.498e-
3

1.821e-2

response to manganese ion
GO:001004
2

1 SOD2 5 7 533.91
1.872e-
3

2.050e-2

transcription pausing by RNA polymerase II
GO:016023
9

1 NELFE 5 7 533.91
1.872e-
3

2.050e-2


