GeDiPNet Cluster 592 -- Enriched GO Terms (Biological Process)

GO term enrichment: Biological Process terms (gene2go, human/tax_id=9606 only), upper-tail hypergeometric test, fold enrichment = (overlap / cluster gene count) / (term gene count / universe size), Benjamini-Hochberg FDR-corrected. Top 15 terms per
cluster by g-value. See scripts/build_cluster_go_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-20 03:23:14. - Rows: 15 - Generated: 2026-10-20 00:01:14

GO Term oD Overlap Overlap Gene Term Gene Cluster Gene Folt_i Pl FDR Q-
Genes Names Count Count Enrichment value

prepulse inhibition 502006013 2 GRIN3A, MDGAL 14 33 80.90 i'”ee' 6.311e-3
cochlea morphogenesis 20:009010 2 MYO3B, TIFAB 28 33 40.45 é'llle' 1.550e-2
regulation of granulocyte chemotaxis (230:007162 1 CAMK1D 1 33 566.27 §.766e- 1.990e-2
regulation of systemic arterial blood pressure by baroreceptor feedback 50:000302 1 NAV2 1 33 566.27 ;'7668_ 1.990e-2
glossopharyngeal nerve development 50:002156 1 NAV2 1 33 566.27 g'7669_ 1.990e-2
vagus nerve development 2‘01002156 1 NAV2 1 33 566.27 é'mﬁe' 1.990e-2
microtubule-based transport (130:009911 1 GJA1 1 33 566.27 3'7668- 1.990e-2
protein alpha-1,2-demannosylation 50:003650 1 MAN1B1 1 33 566.27 §.766e- 1.990e-2
Golgi calcium ion homeostasis 5‘01003246 1 TMEM165 2 33 283.14 2'5299' 2.816e-2
Golgi calcium ion transport 50:003247 1 TMEM165 2 33 283.14 2'5299_ 2.816e-2
negative regulation of endothelial cell-matrix adhesion via fibronectin ;301190490 1 MMP12 2 33 283.14 2'5299_ 2.816e-2
negative regulation of gonadotropin secretion (730:003227 1 GJA1 2 33 283.14 2'5296- 2.816e-2
positive regulation of morphogenesis of an epithelium 50:190533 1 GJAL 2 33 283.14 2'5296' 2.816e-2
cellular response to Thyroid stimulating hormone 50:190440 1 TIFAB 2 33 283.14 2'5299' 2.816e-2
regulation of intrinsic apoptotic signaling pathway in response to osmotic stress by p53 class G0:190223 1 TIFAB 2 a3 283.14 3.529%e- 2 8166-2
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