GeDiPNet Cluster 58 -- Enriched Pathways

Pathway enrichment: KEGG + Reactome, upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected. Fold enrichment = (overlap / cluster gene count) / (pathway gene count / universe size). Top 15 pathways per cluster by g-value. See

scripts/build_cluster_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-08 03:30:07. - Rows: 15 - Generated: 2026-10-08 18:15:34
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Genes
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Overlap Gene Names

AKT3, ATP2A2, BRAF, CACNA1C, CREB5, DRD2, GRIN2A, PDE4B, NPPA, NPY,
RYR2, HTR1B

ERBB3, ERBB4, DIAPH1, NRG3, BTC

DRD2, DRD3, DRD4

ERBB3, ERBB4, NRG3, BTC, PRKCE

ERBB3, ERBB4, NRG3, BTC

FURIN, NOTCH3, NOTCH1
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CADM1, CADM3, NECTIN1

ERBB3, ERBB4, NRG3, BTC

DGKI, DGKZ, PRKCE, ITPR1, PRKCH

CTNND1, FGFR1, PTPRF, CCM2, IGF1R, KRIT1, SMAD4, CTNNA1, BAIAP2, LMO7,
NECTINL, CTNNA3

AKT3, CACNALC, CACNALI, ESR2, HCN1, HRAS, PRKCB, TRPC4, GABBR1, ITPR1

AKT3, PPP1R13B, TP53BP2, ZNF385A

ERBB4, NRG3, HRAS, BTC

ERBB4, NRG3, HRAS, BTC
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