GeDiPNet Cluster 552 -- Enriched GO Terms (Biological Process)

GO term enrichment: Biological Process terms (gene2go, human/tax_id=9606 only), upper-tail hypergeometric test, fold enrichment = (overlap / cluster gene count) / (term gene count / universe size), Benjamini-Hochberg FDR-corrected. Top 15 terms per
cluster by g-value. See scripts/build_cluster_go_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-20 03:23:14. - Rows: 15 - Generated: 2026-10-20 00:00:45

GO Term GO ID Overlap Overlap Gene Term Gene Cluster Gene Folq P_value FDR Q-
Genes Names Count Count Enrichment value

positive regulation of interleukin-16 production 50:003273 1 IL17A 1 9 2076.33 3'8169' 9.241e-3
regulation of systemic arterial blood pressure by norepinephrine-epinephrine 20:000199 1 ADRB2 1 9 2076.33 3.816&:— 9.241e-3
positive regulation of mini excitatory postsynaptic potential 20:006188 1 ADRB2 1 9 2076.33 2'8168' 9.241e-3
negative regulation of gap junction assembly ;30:190359 1 IL1B 2 9 1038.17 2'6308_ 1.423e-2
positive regulation of antimicrobial peptide production 50:000222 1 IL17A 2 9 1038.17 2'6309_ 1.423e-2
granulocyte migration 50:009753 1 ILL7A 2 9 1038.17 2'6309' 1.423e-2
positive regulation of tumor necrosis factor superfamily cytokine production (730:190355 1 IL17A 2 9 1038.17 3'63%' 1.423e-2
positive regulation of complement activation 50:004591 1 IL1B 2 9 1038.17 2'6306' 1.423e-2
regulation of nitric-oxide synthase activity 50:005099 1 IL1B 2 9 1038.17 2'6308- 1.423e-2
positive regulation of RNA biosynthetic process 060:190268 1 IL1B 2 9 1038.17 2'6309_ 1.423e-2
positive regulation of interleukin-6 production 501003275 2 IL1B, IL17A 103 9 40.32 ;0569' 1514e-2
norepinephrine-epinephrine-mediated vasodilation involved in regulation of systemic arterial blood G0:000202 1 ADRB2 3 9 692.11 1.444e- 1.7946-2
pressure 5 ' 3 ’
monocyte aggregation (7301007048 1 IL1B 3 9 692.11 é"me' 1.794e-2
fever generation 50:000166 1 IL1B 3 9 692.11 ;'4448- 1.794e-2
positive regulation of T cell mediated immunity G0:000271 1 IL1B 3 9 692.11 L4dde- 1.794e-2
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