GeDiPNet Cluster 509 -- Enriched GO Terms (Biological Process)

GO term enrichment: Biological Process terms (gene2go, human/tax_id=9606 only), upper-tail hypergeometric test, fold enrichment = (overlap / cluster gene count) / (term gene count / universe size), Benjamini-Hochberg FDR-corrected. Top 15 terms per
cluster by g-value. See scripts/build_cluster_go_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-20 03:23:14. - Rows: 5 - Generated: 2026-10-19 23:18:41

GO Term GO ID Overlap Genes Overlap Gene Names Term Gene Count Cluster Gene Count Fold Enrichment P-value FDR Q-value
fatty acid beta-oxidation using acyl-CoA dehydrogenase G0:0033539 3 ETFB, ETFA, ETFDH 11 3 1698.82 1.517e-10 4.429e-8
respiratory electron transport chain G0:0022904 3 ETFB, ETFA, ETFDH 23 3 812.48 1.629e-9 3.554e-7
amino acid catabolic process G0:0009063 2 ETFB, ETFA 5 3 2491.60 1.718e-7 1.992e-5
electron transport chain G0:0022900 1 ETFDH 16 3 389.31 2.567e-3 2.402e-2

response to oxidative stress G0:0006979 1 ETFDH 146 3 42.66 2.326e-2 7.067e-2



