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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Familial ventricular tachycardia Ventricular tachycardia 0.66667 2 8.338e-9 6.596e-8

Familial ventricular tachycardia Retractile testis 0.33333 1 1.291e-4 3.269e-4

Familial ventricular tachycardia Hypertrichosis, congenital generalised, with gingival hyperplasia 0.33333 1 1.291e-4 3.269e-4

Hypertrichosis, congenital generalised, with gingival hyperplasia Ventricular tachycardia 0.33333 1 1.291e-4 3.269e-4

Retractile testis Ventricular tachycardia 0.33333 1 1.291e-4 3.269e-4

Gingival diseases Hyaline fibromatosis 0.12500 1 4.520e-4 8.260e-4

Gingival diseases Hypertrichosis, congenital generalised, with gingival hyperplasia 0.12500 1 4.520e-4 8.260e-4

Familial ventricular tachycardia Gingival diseases 0.11111 1 9.038e-4 1.411e-3

Gingival diseases Ventricular tachycardia 0.11111 1 9.038e-4 1.411e-3


