
GeDiPNet Cluster 504 -- Enriched GO Terms (Biological Process)

GO term enrichment: Biological Process terms (gene2go, human/tax_id=9606 only), upper-tail hypergeometric test, fold enrichment = (overlap / cluster gene count) / (term gene count / universe size), Benjamini-Hochberg FDR-corrected. Top 15 terms per
cluster by q-value. See scripts/build_cluster_go_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-20 03:23:14. · Rows: 5 · Generated: 2026-10-20 00:01:12

GO Term GO ID Overlap Genes Overlap Gene Names Term Gene Count Cluster Gene Count Fold Enrichment P-value FDR Q-value

negative regulation of short-term synaptic potentiation GO:1905513 1 PRRT2 1 1 18687.00 5.351e-5 1.943e-3

regulation of calcium-dependent activation of synaptic vesicle fusion GO:0150037 1 PRRT2 2 1 9343.50 1.070e-4 3.249e-3

negative regulation of SNARE complex assembly GO:0035544 1 PRRT2 2 1 9343.50 1.070e-4 3.249e-3

synaptic vesicle fusion to presynaptic active zone membrane GO:0031629 1 PRRT2 10 1 1868.70 5.351e-4 9.880e-3

neuromuscular process controlling posture GO:0050884 1 PRRT2 15 1 1245.80 8.027e-4 1.283e-2


