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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Dedifferentiated solitary fibrous tumor Meninges hemangiopericytoma 0.66667 2 8.338e-9 6.596e-8

Dedifferentiated solitary fibrous tumor Hemangiopericytoma 0.50000 2 2.501e-8 1.874e-7

Hemangiopericytoma Meninges hemangiopericytoma 0.50000 2 2.501e-8 1.874e-7

Dedifferentiated solitary fibrous tumor Peritoneal solitary fibrous tumor 0.33333 2 8.338e-8 5.852e-7

Meninges hemangiopericytoma Peritoneal solitary fibrous tumor 0.33333 2 8.338e-8 5.852e-7

Hemangiopericytoma Peritoneal solitary fibrous tumor 0.28571 2 2.501e-7 1.654e-6

Dedifferentiated solitary fibrous tumor Hyper-immunoglobulin e syndrome 6, autosomal dominant, with recurrent infections 0.33333 1 1.291e-4 3.269e-4

Hyper-immunoglobulin e syndrome 6, autosomal dominant, with recurrent infections Meninges hemangiopericytoma 0.33333 1 1.291e-4 3.269e-4

Hemangiopericytoma Hyper-immunoglobulin e syndrome 6, autosomal dominant, with recurrent infections 0.25000 1 1.937e-4 4.414e-4

Hyper-immunoglobulin e syndrome 6, autosomal dominant, with recurrent infections Peritoneal solitary fibrous tumor 0.16667 1 3.228e-4 6.412e-4

Peritoneal solitary fibrous tumor Tarp syndrome 0.16667 1 3.228e-4 6.412e-4


