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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Congenital vertebral-cardiac-renal anomalies syndrome Vertebral, cardiac, renal, and limb defects syndrome 0.60000 3 6.461e-12 6.555e-11

Catel-manzke syndrome Hydroxykynureninuria 0.33333 1 1.291e-4 3.269e-4

Congenital nad deficiency disorder Congenital vertebral-cardiac-renal anomalies syndrome 0.25000 1 1.937e-4 4.414e-4

Congenital vertebral-cardiac-renal anomalies syndrome Hydroxykynureninuria 0.25000 1 1.937e-4 4.414e-4

Congenital vertebral-cardiac-renal anomalies syndrome Nad deficiency disorder 0.25000 1 1.937e-4 4.414e-4

Congenital nad deficiency disorder Vertebral, cardiac, renal, and limb defects syndrome 0.20000 1 2.583e-4 5.384e-4

Hydroxykynureninuria Vertebral, cardiac, renal, and limb defects syndrome 0.20000 1 2.583e-4 5.384e-4

Nad deficiency disorder Vertebral, cardiac, renal, and limb defects syndrome 0.20000 1 2.583e-4 5.384e-4

Catel-manzke syndrome Congenital vertebral-cardiac-renal anomalies syndrome 0.20000 1 3.874e-4 7.329e-4

Catel-manzke syndrome Vertebral, cardiac, renal, and limb defects syndrome 0.16667 1 5.165e-4 9.125e-4


