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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Dystonia 4, hypomyelinating leukodystrophy 6 Whispering dysphonia 0.50000 1 6.457e-5 1.985e-4

Dystonia 4, hypomyelinating leukodystrophy 6 Neurologic disorder 0.50000 1 6.457e-5 1.985e-4

Dystonia 4, hypomyelinating leukodystrophy 6 Hypomyelination with atrophy of the basal ganglia and cerebellum 0.50000 1 6.457e-5 1.985e-4

Dystonia 4, hypomyelinating leukodystrophy 6 Dystonia 4, torsion, autosomal dominant 0.50000 1 6.457e-5 1.985e-4

Dystonia 4, torsion, autosomal dominant Whispering dysphonia 0.50000 1 6.457e-5 1.985e-4

Dystonia 4, torsion, autosomal dominant Neurologic disorder 0.50000 1 6.457e-5 1.985e-4

Dystonia 4, torsion, autosomal dominant Hypomyelination with atrophy of the basal ganglia and cerebellum 0.50000 1 6.457e-5 1.985e-4

Hypomyelination with atrophy of the basal ganglia and cerebellum Whispering dysphonia 0.50000 1 6.457e-5 1.985e-4

Hypomyelination with atrophy of the basal ganglia and cerebellum Neurologic disorder 0.50000 1 6.457e-5 1.985e-4

Neurologic disorder Whispering dysphonia 0.50000 1 6.457e-5 1.985e-4

Brown tendon sheath syndrome Whispering dysphonia 0.25000 1 1.937e-4 4.414e-4

Brown tendon sheath syndrome Neurologic disorder 0.25000 1 1.937e-4 4.414e-4

Brown tendon sheath syndrome Hypomyelination with atrophy of the basal ganglia and cerebellum 0.25000 1 1.937e-4 4.414e-4

Brown tendon sheath syndrome Dystonia 4, torsion, autosomal dominant 0.25000 1 1.937e-4 4.414e-4

Brown tendon sheath syndrome Dystonia 4, hypomyelinating leukodystrophy 6 0.25000 1 1.937e-4 4.414e-4


