GeDiPNet Cluster 393 -- Enriched Pathways

Pathway enrichment: KEGG + Reactome, upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected. Fold enrichment = (overlap / cluster gene count) / (pathway gene count / universe size). Top 15 pathways per cluster by g-value. See
scripts/build_cluster_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-08 03:30:07. - Rows: 15 - Generated: 2026-10-08 17:54:11

Pathway

Evasion of Oncogene Induced Senescence Due to Defective p16INK4A binding to CDK4 and
CDK6

Evasion of Oxidative Stress Induced Senescence Due to Defective p16INK4A binding to CDK4
and CDK6

p53 signaling pathway

Oncogene Induced Senescence

Evasion of Oncogene Induced Senescence Due to Defective p16INK4A binding to CDK4
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Cyclin D associated events in G1
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Non-small cell lung cancer
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Pancreatic cancer
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Senescence-Associated Secretory Phenotype (SASP)
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