GeDiPNet Cluster 390 -- Enriched GO Terms (Biological Process)

GO term enrichment: Biological Process terms (gene2go, human/tax_id=9606 only), upper-tail hypergeometric test, fold enrichment = (overlap / cluster gene count) / (term gene count / universe size), Benjamini-Hochberg FDR-corrected. Top 15 terms per
cluster by g-value. See scripts/build_cluster_go_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-07 03:23:06. - Rows: 15 - Generated: 2026-10-07 13:30:58
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Overlap
Genes
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Overlap Gene Names

AMBN, AMELX, ENAM, FAM20A, FAM20C, FAM83H, KLK4, WDR72, AMTN,

DSPP

AMELX, ENAM, KLK4, MMP20, RELT, SLC24A4

AMELX, FAM20A, FAM20C, ITGB6, SLC24A4

ENAM, ODAPH, AMTN

DLX3, FAM20C, DSPP

ACP4, SP6, SSUH2, COL1A2

AMBN, AMELX, DLX3, AMTN

AMELX, COL1A1

ODAPH, AMTN

COL17A1, LAMB3, COL7A1, LAMC2

FAM20C, DSPP

AMBN, AMELX, ITGB6, LAMB3, COL7A1, LAMC2, AMTN

FAM20C, LTBP3, COL1Al, COL1A2

COL1A1, COL1A2

DLX3, COL1A1, COL1A2
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66.98

43.06

401.87

241.12

21.15

172.23

6.35

15.97

92.74

25.83

P-value
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value
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