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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Hereditary hyperekplexia Hyperekplexia 0.83333 5 1.387e-19 2.579e-18

Hereditary hyperekplexia Hyperexplexia hereditary 0.66667 4 2.135e-15 3.133e-14

Hyperekplexia Hyperexplexia hereditary 0.66667 4 2.135e-15 3.133e-14

Retinitis pigmentosa, juvenile cataract, short stature, intellectual disability syndrome sulfite oxidase deficiency due to molybdenum cofactor deficiency type C 0.33333 1 1.299e-4 3.908e-4

Hyperexplexia hereditary sulfite oxidase deficiency due to molybdenum cofactor deficiency type C 0.20000 1 2.598e-4 6.484e-4

Hereditary hyperekplexia sulfite oxidase deficiency due to molybdenum cofactor deficiency type C 0.16667 1 3.247e-4 7.680e-4

Hyperekplexia sulfite oxidase deficiency due to molybdenum cofactor deficiency type C 0.16667 1 3.247e-4 7.680e-4

Hyperexplexia hereditary Retinitis pigmentosa, juvenile cataract, short stature, intellectual disability syndrome 0.16667 1 5.195e-4 1.058e-3

Hereditary hyperekplexia Retinitis pigmentosa, juvenile cataract, short stature, intellectual disability syndrome 0.14286 1 6.494e-4 1.239e-3

Hyperekplexia Retinitis pigmentosa, juvenile cataract, short stature, intellectual disability syndrome 0.14286 1 6.494e-4 1.239e-3


