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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Cone-rod dystrophy, x-linked X-linked cone-rod dystrophy 0.66667 2 8.436e-9 6.837e-8

Ciliary dyskinesia with retinitis pigmentosa Retinitis pigmentosa, x-linked, and sinorespiratory infections with or without deafness 0.50000 1 6.494e-5 2.317e-4

Ciliary dyskinesia with retinitis pigmentosa RPGR-related retinopathy 0.50000 1 6.494e-5 2.317e-4

Retinitis pigmentosa, x-linked, and sinorespiratory infections with or without deafness RPGR-related retinopathy 0.50000 1 6.494e-5 2.317e-4

Ciliary dyskinesia with retinitis pigmentosa Cone-rod dystrophy, x-linked 0.33333 1 1.299e-4 3.908e-4

Ciliary dyskinesia with retinitis pigmentosa X-linked cone-rod dystrophy 0.33333 1 1.299e-4 3.908e-4

Cone-rod dystrophy, x-linked Retinitis pigmentosa, x-linked, and sinorespiratory infections with or without deafness 0.33333 1 1.299e-4 3.908e-4

Retinitis pigmentosa, x-linked, and sinorespiratory infections with or without deafness X-linked cone-rod dystrophy 0.33333 1 1.299e-4 3.908e-4

Cone-rod dystrophy, x-linked RPGR-related retinopathy 0.33333 1 1.299e-4 3.908e-4

RPGR-related retinopathy X-linked cone-rod dystrophy 0.33333 1 1.299e-4 3.908e-4


