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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Chromosome 3p25 monosomy Rippling muscle disease 0.40000 2 7.592e-8 5.427e-7

Chromosome 3p25 monosomy Tubular aggregate myopathy 0.22222 2 5.313e-7 3.282e-6

Rippling muscle disease Tubular aggregate myopathy 0.22222 2 5.313e-7 3.282e-6

Caveolinopathy Creatine phosphokinase elevation 0.50000 1 6.494e-5 2.317e-4

Caveolinopathy Chromosome 3p25 monosomy 0.25000 1 1.948e-4 5.325e-4

Caveolinopathy Rippling muscle disease 0.25000 1 1.948e-4 5.325e-4

Chromosome 3p25 monosomy Creatine phosphokinase elevation 0.25000 1 1.948e-4 5.325e-4

Creatine phosphokinase elevation Rippling muscle disease 0.25000 1 1.948e-4 5.325e-4

Caveolinopathy Tubular aggregate myopathy 0.12500 1 4.546e-4 9.697e-4

Creatine phosphokinase elevation Tubular aggregate myopathy 0.12500 1 4.546e-4 9.697e-4

DPAGT1-congenital disorder of glycosylation Tubular aggregate myopathy 0.12500 1 4.546e-4 9.697e-4


