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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Distal myopathy Vitelliform macular dystrophy 0.25000 4 2.136e-12 2.610e-11

Benign concentric annular macular dystrophy IMPG1-related dominant retinopathy 0.50000 1 6.494e-5 2.342e-4

Benign concentric annular macular dystrophy IMPG1-related recessive retinopathy 0.50000 1 6.494e-5 2.342e-4

IMPG1-related dominant retinopathy IMPG1-related recessive retinopathy 0.50000 1 6.494e-5 2.342e-4

Benign concentric annular macular dystrophy Vitelliform macular dystrophy 0.16667 1 3.247e-4 7.577e-4

IMPG1-related dominant retinopathy Vitelliform macular dystrophy 0.16667 1 3.247e-4 7.577e-4

IMPG1-related recessive retinopathy Vitelliform macular dystrophy 0.16667 1 3.247e-4 7.577e-4

IMPG2-related recessive retinopathy Vitelliform macular dystrophy 0.16667 1 3.247e-4 7.577e-4

Benign concentric annular macular dystrophy Distal myopathy 0.06667 1 9.092e-4 1.557e-3

Distal myopathy IMPG1-related dominant retinopathy 0.06667 1 9.092e-4 1.557e-3

Distal myopathy IMPG1-related recessive retinopathy 0.06667 1 9.092e-4 1.557e-3

Distal myopathy IMPG2-related recessive retinopathy 0.06667 1 9.092e-4 1.557e-3


