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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Chondrodysplasia Rhizomelic chondrodysplasia punctata 0.21053 4 5.079e-12 5.752e-11

alkylglycerone-phosphate synthase deficiency Rhizomelic chondrodysplasia punctata 0.16667 1 3.247e-4 7.680e-4

glyceronephosphate O-acyltransferase deficiency Rhizomelic chondrodysplasia punctata 0.16667 1 3.247e-4 7.680e-4

alkylglycerone-phosphate synthase deficiency Chondrodysplasia 0.05556 1 1.104e-3 1.824e-3

Chondrodysplasia chondrodysplasia with joint dislocations, gpapp type 0.05556 1 1.104e-3 1.824e-3

Chondrodysplasia glyceronephosphate O-acyltransferase deficiency 0.05556 1 1.104e-3 1.824e-3

Chondrodysplasia X-linked dominant chondrodysplasia chassaing-lacombe type 0.05556 1 1.104e-3 1.824e-3


