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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Hyperoxaluria Pfaundler-hurler syndrome 0.14286 2 1.670e-6 9.969e-6

mucopolysaccharidosis type 1 Pfaundler-hurler syndrome 0.25000 1 1.948e-4 5.278e-4

Brachydactyly-elbow wrist dysplasia syndrome Pfaundler-hurler syndrome 0.20000 1 3.896e-4 8.521e-4

Alanine-glyoxylate aminotransferase deficiency Hyperoxaluria 0.07692 1 7.793e-4 1.386e-3

Hyperoxaluria mucopolysaccharidosis type 1 0.07692 1 7.793e-4 1.386e-3

Hyperoxaluria primary hyperoxaluria type 3 0.07692 1 7.793e-4 1.386e-3


