GeDiPNet Cluster 291 -- Enriched Pathways

Pathway enrichment: KEGG + Reactome, upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected. Fold enrichment = (overlap / cluster gene count) / (pathway gene count / universe size). Top 15 pathways per cluster by g-value. See
scripts/build_cluster_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-07 03:30:09. - Rows: 15 - Generated: 2026-10-07 11:34:57
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Overlap Gene Names

BRAF, DLL3, ESR1, ESR2, FGFR1, HEY1, HEY2, KRAS, NCOA3, NOTCH1, NOTCH2,
WNT7B

AR, BRAF, CTNNA2, CTNNA3, DLL3, ESR1, ESR2, FGFR1, HEY1, HEY2, HGF, HIF1A

BRAF, DLL3, ESR1, ESR2, KRAS, MMP9, NCOA3, NOTCH1, NOTCH2, AKT3, EGFR,
IGF1

BRAF, KRAS, MMP9, EGFR, TP53, CXCL8, EGF, MMP2, MYC, VEGFA, CDKN2A,
ERBB2

FGFR1, HIF1A, KRAS, MET, AKT3, EGFR, HK2, NTRK3, PDHA2, PIK3R1, TP53,
MTOR

BRAF, CTNNA2, CTNNA3, KRAS, AKT3, APC, CTNNA1, EGFR, PIK3R1, TP53, EGF,
MyYC

BRAF, COL1A2, ESR1, FGFR1, HGF, HIF1A, HPSE2, KRAS, MET, MMP9, PTPN11,
WNT7B

BRAF, FGFR1, HGF, KRAS, MET, PDGFD, AKT3, EGFR, IGF1, PIK3R1, TP53, CDK6

BRAF, HGF, KRAS, MET, NF1, NRG2, PDGFD, AKT3, EGFR, GABL, IGF1, PIK3R1

COL1A2, HGF, HIF1A, MMP3, MMP9, RHOU, FSCN1, PIK3R1, PIM1, PTGS2, RORA,
SOCS5

BRAF, FHIT, HGF, KRAS, MET, RARB, AKT3, ALK, EGFR, PIK3R1, TP53, CDK6

KRAS, NRG2, EGFR, ERBB4, GABL, PIK3R1, EGF, ERBB2, HRAS

AR, BRAF, FGFR1, KRAS, MMP3, MMP9, PDGFD, AKT3, EGFR, ERG, IGF1, PIK3R1

NRG2, EGFR, ERBB4, GAB1, PIK3R1, EGF, ERBB2

KRAS, EGFR, GAB1, PIK3R1, EGF, ERBB2, HRAS
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