GeDiPNet Cluster 279 -- Enriched GO Terms (Biological Process)

GO term enrichment: Biological Process terms (gene2go, human/tax_id=9606 only), upper-tail hypergeometric test, fold enrichment = (overlap / cluster gene count) / (term gene count / universe size), Benjamini-Hochberg FDR-corrected. Top 15 terms per
cluster by g-value. See scripts/build_cluster_go_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-07 03:23:06. - Rows: 15 - Generated: 2026-10-07 05:42:54

GO Term GO ID erereEr Overlap Gene Names et EEne CleEr Gene FOlq P-value IADIR @
Genes Count Count Enrichment value

sensory perception of sound 20:000760 4 \évgsslk;DZD7’ TRIOBP, 162 43 10.73 i.lﬁle- 9.764e-3
detection of mechanical stimulus involved in sensory perception of sound 50:005091 2 PTPRQ, PDZD7 18 43 48.29 1‘7306' 1.277e-2
auditory receptor cell stereocilium organization SO:OOGOOS 2 PDZD7, TRIOBP 19 43 45.75 2'6276' 1.365e-2
protein quality control for misfolded or incompletely synthesized proteins 50:000651 2 OMAL, PEX10 22 43 39.51 é.lGOe— 1.657e-2
retinoic acid receptor signaling pathway f0:004838 2 ALDH1A2, RXRA 24 43 36.22 ;'382& 1.837e-2
integrated stress response signaling $O:Ol4046 2 CEBPA, OMA1 25 43 34.77 ;.SOOe— 1.913e-2
lung development 50:003032 3 CEBPA, FOXP2, ALDH1A2 108 43 12.07 ;'9586_ 2.232e-2
determination of bilateral symmetry (530:000985 1 ALDH1A2 1 43 434.58 5'3016' 2.450e-2
;ﬁlilc-jzzllni\%l:z;‘ijonn involved in neuronal-glial interactions involved in cerebral cortex radial glia 3C)50:002181 1 DAB1 1 43 43458 5.301e- 2 450e-2
glucagon processing 20:012011 1 DPP4 1 43 434.58 5'3016_ 2.450e-2
caudate nucleus development ;30:002175 1 FOXP2 1 43 434,58 :2),.301e— 2.450e-2
putamen development 20:002”5 1 FOXP2 1 43 43458 5‘301‘3' 2.450e-2
intermediate-density lipoprotein particle remodeling ;30:003437 1 LIPC 1 43 434.58 ;‘3016' 2.450e-2
meiotic mismatch repair 30:000071 1 MSH6 1 43 434.58 ;'3016' 2.450e-2
D-alanine transmembrane transport G0:004294 1 SLC7A10 1 43 434.58 2.301e- 2.450e-2
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