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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

heyn-sproul-jackson syndrome Microcephalic dwarfism 0.50000 1 6.494e-5 2.331e-4

heyn-sproul-jackson syndrome Tatton-Brown-Rahman overgrowth syndrome 0.50000 1 6.494e-5 2.331e-4

Microcephalic dwarfism Tatton-Brown-Rahman overgrowth syndrome 0.50000 1 6.494e-5 2.331e-4

Clonal cytopenia of undetermined significance Microcephalic dwarfism 0.25000 1 1.948e-4 5.354e-4

Clonal cytopenia of undetermined significance heyn-sproul-jackson syndrome 0.25000 1 1.948e-4 5.354e-4

Clonal cytopenia of undetermined significance Tatton-Brown-Rahman overgrowth syndrome 0.25000 1 1.948e-4 5.354e-4

coffin-lowry syndrome Specific learning disability 0.07692 1 7.793e-4 1.405e-3

Developmental delay with behavioral abnormalities Specific learning disability 0.07692 1 7.793e-4 1.405e-3

Microcephalic dwarfism Specific learning disability 0.07692 1 7.793e-4 1.405e-3

heyn-sproul-jackson syndrome Specific learning disability 0.07692 1 7.793e-4 1.405e-3

Specific learning disability Tatton-Brown-Rahman overgrowth syndrome 0.07692 1 7.793e-4 1.405e-3


