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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Congenital epicanthus Esophageal atresia 0.06818 3 2.922e-6 1.581e-5

ATP1A3-associated neurological disorder Capos syndrome 0.50000 1 6.494e-5 2.329e-4

ATP1A3-associated neurological disorder Cerebellar ataxia, areflexia, pes cavus, optic atrophy, and sensorineural hearing loss 0.50000 1 6.494e-5 2.329e-4

Capos syndrome Cerebellar ataxia, areflexia, pes cavus, optic atrophy, and sensorineural hearing loss 0.50000 1 6.494e-5 2.329e-4

Alternating hemiplegia of childhood Capos syndrome 0.33333 1 1.299e-4 3.929e-4

Alternating hemiplegia of childhood Cerebellar ataxia, areflexia, pes cavus, optic atrophy, and sensorineural hearing loss 0.33333 1 1.299e-4 3.929e-4

Alternating hemiplegia of childhood ATP1A3-associated neurological disorder 0.33333 1 1.299e-4 3.929e-4

ATP1A3-associated neurological disorder Congenital epicanthus 0.06667 1 9.092e-4 1.575e-3

Capos syndrome Congenital epicanthus 0.06667 1 9.092e-4 1.575e-3

Cerebellar ataxia, areflexia, pes cavus, optic atrophy, and sensorineural hearing loss Congenital epicanthus 0.06667 1 9.092e-4 1.575e-3

Congenital epicanthus fibrodysplasia ossificans progressiva 0.06667 1 9.092e-4 1.575e-3


