GeDiPNet Cluster 208 -- Pairs Within Cluster

Similarity: Jaccard index on shared curated genes (disease_gdp). Significance: upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected across all tested pairs. See scripts/build_related.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-09
03:00:13. - Rows: 10 - Generated: 2026-10-08 22:41:58

Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value
17p11.2 microduplication syndrome Potocki-lupski syndrome 0.66667 2 8.436e-9 6.820e-8
Smith-magenis syndrome syndromic X-linked intellectual disability Snyder type 0.25000 1 1.948e-4 5.350e-4
17p11.2 microduplication syndrome Birt-hogg-dube syndrome 0.25000 1 2.598e-4 6.505e-4
Birt-hogg-dube syndrome Potocki-lupski syndrome 0.25000 1 2.598e-4 6.505e-4
17p11.2 microduplication syndrome Smith-magenis syndrome 0.20000 1 3.896e-4 8.660e-4
Potocki-lupski syndrome Smith-magenis syndrome 0.20000 1 3.896e-4 8.660e-4
17p11.2 microduplication syndrome Growth disorder 0.02703 1 4.541e-3 5.666e-3
Growth disorder Potocki-lupski syndrome 0.02703 1 4.541e-3 5.666e-3
Growth disorder Smith-magenis syndrome 0.02632 1 6.804e-3 8.080e-3

Growth disorder Tessadori-van haaften neurodevelopmental syndrome 0.02439 1 1.356e-2 1.510e-2



