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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Congenital asplenia Splenic hypoplasia 0.66667 2 8.436e-9 6.837e-8

Interrupted aortic arch NKX2.5-related congenital, conduction and myopathic heart disease 0.50000 1 6.494e-5 2.317e-4

Deletion 5q35 syndrome Interrupted aortic arch 0.33333 1 1.299e-4 3.908e-4

NKX2.5-related congenital, conduction and myopathic heart disease Splenic hypoplasia 0.33333 1 1.299e-4 3.908e-4

Interrupted aortic arch Splenic hypoplasia 0.33333 1 1.299e-4 3.908e-4

Deletion 5q35 syndrome NKX2.5-related congenital, conduction and myopathic heart disease 0.33333 1 1.299e-4 3.908e-4

Asplenia Congenital asplenia 0.33333 1 1.299e-4 3.908e-4

Congenital asplenia NKX2.5-related congenital, conduction and myopathic heart disease 0.33333 1 1.299e-4 3.908e-4

Congenital asplenia Interrupted aortic arch 0.33333 1 1.299e-4 3.908e-4

Asplenia Splenic hypoplasia 0.33333 1 1.299e-4 3.908e-4

Congenital asplenia Deletion 5q35 syndrome 0.25000 1 2.598e-4 6.484e-4

Deletion 5q35 syndrome Splenic hypoplasia 0.25000 1 2.598e-4 6.484e-4

Congenital-onset steinert myotonic dystrophy Myotonic dystrophy 0.16667 1 3.247e-4 7.680e-4

Interrupted aortic arch Myotonic dystrophy 0.16667 1 3.247e-4 7.680e-4

Myotonic dystrophy NKX2.5-related congenital, conduction and myopathic heart disease 0.16667 1 3.247e-4 7.680e-4

Congenital septal defect of heart NKX2.5-related congenital, conduction and myopathic heart disease 0.12500 1 4.546e-4 9.697e-4

Congenital septal defect of heart Interrupted aortic arch 0.12500 1 4.546e-4 9.697e-4

Deletion 5q35 syndrome Myotonic dystrophy 0.14286 1 6.494e-4 1.239e-3

Congenital asplenia Myotonic dystrophy 0.14286 1 6.494e-4 1.239e-3


