GeDiPNet Cluster 153 -- Enriched Pathways

Pathway enrichment: KEGG + Reactome, upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected. Fold enrichment = (overlap / cluster gene count) / (pathway gene count / universe size). Top 15 pathways per cluster by g-value. See
scripts/build_cluster_enrichment.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-08 03:30:07. - Rows: 15 - Generated: 2026-10-08 02:15:22
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Inflammatory bowel disease

Cytokine-cytokine receptor
interaction

Interleukin-10 signaling
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signaling
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T cell receptor signaling pathway

Natural killer cell mediated
cytotoxicity

Allograft rejection
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NF-kappa B signaling pathway
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Overlap Gene Names

IL1B, IL2, TNF, IL10, IL23R, IFNG, IL17A, HLA-DPBL, IL1A, NOD2, HLA-DPA1, STAT3

IFNA2, IL1B, ILIRN, IL2, TNF, TNFRSF10A, TNFRSF1A, IL10, IL23R, IL3, IFNG, IL17A

IL1B, ILIRN, TNF, TNFRSF1A, ICAM1, IL10, PTGS2, IL10RB, IL1A, CCR5, STAT3

IL1B, TNF, ICAML1, IL10, IL23R, PTGS2, IL17A, HGF, IL1A, STAT3, BIRC5, GATA3

IL1B, TNF, IL10, PTGS2, IFNG, FCGR3A, HLA-DPB1, IL1A, FCGR3B, HLA-DPAL, IL4,
PRKCB

IL1B, IL2, IL23R, IFNG, IL17A, HLA-DPB1, HLA-DPA1, STAT3, FOXP3, GATAS, IL4,
IRF4

IFNA2, IL2, CTLAA4, IL10, TSHR, HLA-DPB1, HLA-DPA1, CD28, IFNAL, IL4

IFNA2, IL1B, TNF, TNFRSF1A, IL10, IFNG, FCGR3A, HLA-DPBL1, IL10RB, IL1A, NOD2,
FCGR3B

IL2, TNF, CTLA4, IL10, IFNG, CARD11, CD28, FYN, ICOS, IL4, PLCG1, VAV1

IFNA2, TNF, TNFRSF10A, ICAM1, IFNG, FCGR3A, FCGR3B, FYN, IFNA1, PLCG1,
PRKCB, VAV1

IL2, TNF, IL10, IFNG, HLA-DPB1, HLA-DPA1, CD28, IL4

IL1B, IL2, TNF, IFNG, HLA-DPB1, IL1A, HLA-DPA1, CD28

IL1B, IL2, TNF, IFNG, HLA-DPB1, IL1A, HLA-DPA1, CD28
IL1B, TNF, CTLA4, ICAM1, IFNG, IL17A, HLA-DPB1, IL1A, HLA-DPAL, CD28

IL1B, TNF, TNFRSF1A, ICAM1, PTGS2, CARD11, CSNK2A1, CSNK2B, PLCG1, PRKCB
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7.333e-12
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