
GeDiPNet Cluster 139 -- Pairs Within Cluster

Similarity: Jaccard index on shared curated genes (disease_gdp). Significance: upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected across all tested pairs. See scripts/build_related.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-08
03:00:13. · Rows: 16 · Generated: 2026-10-08 03:11:44

Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Pharyngeal disorder Upper respiratory tract disorder 0.33333 13 3.630e-32 1.198e-30

Nasal polyp Seasonal allergic rhinitis 0.12000 15 1.141e-23 2.598e-22

Nasal disorder Seasonal allergic rhinitis 0.08772 10 8.975e-17 1.452e-15

Nasal disorder Nasal polyp 0.14545 8 3.753e-16 5.812e-15

Nasal disorder Upper respiratory tract disorder 0.18919 7 4.618e-16 7.067e-15

Seasonal allergic rhinitis Upper respiratory tract disorder 0.07080 8 2.811e-13 3.585e-12

Nasal polyp Upper respiratory tract disorder 0.11111 6 6.664e-12 7.439e-11

Nasal disorder Pharyngeal disorder 0.07843 4 1.159e-7 8.084e-7

immunodeficiency, common variable, 12 Upper respiratory tract disorder 0.04762 1 1.299e-3 2.060e-3

Intellectual developmental disorder dysmorphic macrocephaly Upper respiratory tract disorder 0.04762 1 1.299e-3 2.060e-3

ciliary dyskinesia, primary, 41 Nasal disorder 0.04167 1 1.494e-3 2.311e-3

ciliary dyskinesia, primary, 41 Pharyngeal disorder 0.03125 1 2.013e-3 2.899e-3

immunodeficiency, common variable, 12 Pharyngeal disorder 0.03125 1 2.013e-3 2.899e-3

Intellectual developmental disorder dysmorphic macrocephaly Pharyngeal disorder 0.03125 1 2.013e-3 2.899e-3

immunodeficiency 104 Upper respiratory tract disorder 0.04545 1 2.596e-3 3.512e-3

immunodeficiency 104 Nasal disorder 0.04000 1 2.985e-3 3.948e-3


