
GeDiPNet Cluster 138 -- Pairs Within Cluster

Similarity: Jaccard index on shared curated genes (disease_gdp). Significance: upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected across all tested pairs. See scripts/build_related.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-09
03:00:12. · Rows: 15 · Generated: 2026-10-09 01:11:51

Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

Primary graft dysfunction Vascular remodeling 0.22222 2 7.590e-7 4.539e-6

Cardiovascular abnormalities Vascular remodeling 0.12500 2 6.949e-6 3.519e-5

Primary graft dysfunction Vasculitis 0.06250 2 2.050e-5 9.723e-5

Vascular remodeling Vasculitis 0.05882 2 5.113e-5 2.309e-4

Deafness-lymphedema-leukemia syndrome Gata2 deficiency 0.50000 1 6.494e-5 2.329e-4

Deafness-lymphedema-leukemia syndrome Primary graft dysfunction 0.20000 1 2.598e-4 6.505e-4

Gata2 deficiency Primary graft dysfunction 0.20000 1 2.598e-4 6.505e-4

Deafness-lymphedema-leukemia syndrome Vascular remodeling 0.14286 1 3.897e-4 8.660e-4

Gata2 deficiency Vascular remodeling 0.14286 1 3.897e-4 8.660e-4

Cardiovascular abnormalities Deafness-lymphedema-leukemia syndrome 0.08333 1 7.144e-4 1.335e-3

Cardiovascular abnormalities Gata2 deficiency 0.08333 1 7.144e-4 1.335e-3

Cardiovascular abnormalities nephronophthisis 16 0.08333 1 7.144e-4 1.335e-3

Vascular remodeling Whim syndrome 0.12500 1 7.792e-4 1.405e-3

Adenosine deaminase 2 deficiency Vasculitis 0.03333 1 1.883e-3 2.761e-3

Cardiovascular abnormalities Primary graft dysfunction 0.06667 1 2.855e-3 3.805e-3


