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Similarity: Jaccard index on shared curated genes (disease_gdp). Significance: upper-tail hypergeometric test, Benjamini-Hochberg FDR-corrected across all tested pairs. See scripts/build_related.php on gedipnet.bicnirrh.res.in. Data as of: 2026-10-10
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Disease A Disease B Similarity Score Shared Genes P-value FDR Q-value

cataract 50 with or without glaucoma Cataract-glaucoma syndrome 0.33333 1 1.299e-4 3.931e-4

Cataract-glaucoma syndrome Congenital cataract anterior segment dysgenesis syndrome 0.33333 1 1.299e-4 3.931e-4

Birk-barel syndrome cataract 50 with or without glaucoma 0.33333 1 1.299e-4 3.931e-4

Birk-barel syndrome Cataract-glaucoma syndrome 0.25000 1 2.598e-4 6.509e-4

cataract 50 with or without glaucoma Mulibrey nanism 0.20000 1 2.598e-4 6.509e-4

Birk-barel syndrome Mulibrey nanism 0.16667 1 5.195e-4 1.061e-3

Cataract-glaucoma syndrome Mulibrey nanism 0.16667 1 5.195e-4 1.061e-3

Mulibrey nanism Peripheral neuropathy, autosomal recessive, with or without impaired intellectual development 0.16667 1 5.195e-4 1.061e-3

cataract 50 with or without glaucoma Stomach disease 0.07692 1 7.793e-4 1.405e-3

Chopra-amiel-gordon syndrome syndromic complex neurodevelopmental disorder 0.05263 1 1.169e-3 1.895e-3

cataract 50 with or without glaucoma syndromic complex neurodevelopmental disorder 0.05263 1 1.169e-3 1.895e-3

Cataract-glaucoma syndrome Stomach disease 0.07143 1 1.558e-3 2.376e-3

Birk-barel syndrome Stomach disease 0.07143 1 1.558e-3 2.376e-3

Intellectual developmental disorder dysmorphic ptosis syndromic complex neurodevelopmental disorder 0.05000 1 2.337e-3 3.243e-3

Birk-barel syndrome syndromic complex neurodevelopmental disorder 0.05000 1 2.337e-3 3.243e-3

Cataract-glaucoma syndrome syndromic complex neurodevelopmental disorder 0.05000 1 2.337e-3 3.243e-3

syndromic complex neurodevelopmental disorder Ververi-brady syndrome 0.05000 1 2.337e-3 3.243e-3

Mulibrey nanism Stomach disease 0.06250 1 3.114e-3 4.096e-3


